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ABSTRACT RESULTS
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were recovered containing the major phyla Actinobacteria ---'
(29%), Bacteroidetes (24.4%) and Proteobacteria (14%). In the —_— —
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heterogeneous communities. Overall, microbial community A == g —
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evidence to understand the impact of microbial ecological roles SHerees e Ser Bacens

Fig. 4. A comparison of community structures in phylum level

2. Patterns of co-occurrence and unique OTUs

In these ecosystems.

INTRODUCTION

€ McMurdo Dry Valleys (MDVs) are located in the coldest and the
driest on earth as the ice-free region (Vick and Priscu, 2012)

& To date, despite biogeochemical constraints, many studies have
shown that the molecular diversity was examined of cold active
microorgamisms and reported their important roles in these lakes
(Karr et al, 2005; Kong et al, 2012)

& Objective of this study

-To Investigate the bacterial community composition between
freshwater habitats in McMurdo Dry Valleys, Antarctica

STUDY SITES & METHODS

Fig. 5. Relative abundance of bacterial OTUs in 0.2 pm (left) and 3 pm (right) on
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2. Methods CONCLUSIO

@® The most dominant phylum in both of the filters was Actinobacteria
and Bacteroidetes 1s placed the second abundant phylum in freshwater
lakes. Cyanobacteria was predominantly found on the first filter in lake
Miers. (Fig. 4)

@ The trend of detection of bacterial diversity was different in the filters
and the lakes. Several OTUs were cooccurenced among three lakes. (Fig. 5
and Fig. 6)

% These results present that the lakes in MDV have a diverse group of
bacterial communities, and it provides the Iinformation of aquatic
ecosystem In Antarctica
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