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- Council, Alaska (N64°50", W163°42")
- 3 points (randomly selected)
- Soil cores obtained with 50 cm length using stainless steel core (5 cm

with symbols coded by depth (A) and soil profile (B).

C/N, ratio of carbon and nitrogen; MC, moisture content; TC, total carbon; TN, total nitrogen; TP, total phosphorus;
EC, electron conductivity. Underscore means p<0.05.
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Fig. 3. Classification and regression tree (CART) analysis to describe

the main properties for the dominant phyla Actinobacteria, Fig. 4. Heat maps indicating differences in relative abundance of dominant
Alphaproteobacteria, Acidobacteria, Chloroflexi, and OTUs.

Betaproteobacteria in the three core soil samples.

RESULTS AND DISCUSSION

Shift of bacterial community structure along soil depth.

- Bacterial community structure and composition changed with soil depth. Among the major groups, relative abundance of
Actinobacteria, Chloroflexi, and Betaproteobacteria increased, whereas Alphaproteobacteria and Acidobacteria decreased along the
soll depth in this study (Fig. 1). This result corresponded with many studies that observed changes in the microbial communities with
soil depth.

- Alphaproteobacteria prefer high organic matter environments. And Acidobacteria dominated acidic environments. Thus, these
groups may be well adapted and propagated in upper soils.

- Actinobacteria are known for degradation of recalcitrant organic soil matter such as high molecular weight substrates. Chloroflexi
group were found to be are active at subzero temperature with anaerobic condition, and they can utilize geochemical substrates such
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